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Columbia root-knot nematode (CRKN), Meloidogyne chitwoodi is a soil-borne pathogen parasitizing a wide range of plants in the Pacific 
Northwest (PNW). In potato, CRKN infests roots and tubers causing small visible brown spots in the tuber flesh, dramatically reducing 
their market value. In the PNW, three populations of M. chitwoodi exist: Race 1, Race 2, and a pathotype of Race 1Roza. The races are 
differentiated based on the host tests which are time consuming. Developing molecular markers can aid in faster identification of races

• By Utilizing whole genome sequence of the CRKN, we developed molecular 
markers (HSNIDL8, HSNIDL9, HSNIDL10, and Mc1_g1487) that can efficiently 
detect the nematode races and avoids laborious host tests.
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